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SEQUENCE LISTING

<120> PLEIOTROPHIN GROWTH FACTOR RECEPTOR FOR
THE TREATMENT OF PROLIFERATIVE, VASCULAR AND NEUROLOGICAL

DISORDERS

<130>

<140>
<l41l>

<150>
<151>

<160> 2
<170>-

<210> 1

<211l> 5293
<212> DNA
<213> Homo

<400> 1

agagacttgc
aggactgttc
agcagtgtaa
gctgctgcett
cccagctgceg
gaagagtctg
actgctgcca
agctctggac
cgceggttcea
cgtgcgcaag
ggagggttgc
cgagctgttc
cgagaagaag
ccagccecccgce
aaacatgcct
ctececttecect
ctgtgagctg
ccgcatcccce
ttctaaggag
caccatcctg
gcacaggcac
tgcaagagag
aagaatcggg
ccgcagcttg
aggctccaag
tgggcaggce
ccggaaactg
aggcacactg
ccaggaccac
tgctacagtg
aatgtcctgg
caaaaccggg

102728-P01-004

Us 09/880,097
2001-

06-14

US 60/211,491
2000-

06-14

sapiens

gcgcacgcac
agagcctctt
acggcctcct
tccacggcag
gggccgceegce
gcagttgact
ccatcctcct
tgcgcccecge
ccagcceccgg
ctccggegtyg
gtcgggceccce
agttggtgga
gcgtcggaag
cttctcttcce
tcteccttctce
ttcectgtctce
gagtattccc
tccgaggagg
atgcccagag
agtccgtgga
ctgcagccct
atcctcctga
cgtccagaca
tctgcagtgg
atggccctgce
tgtgacttcc
cctgtgggtt
tcaccccaca
caagaccatg
accagtgcta
ctcattcgtg
aaggagcaag

agtcctctgg
cccatctegg
ccggegggat
ctgtgggctc
tgcagcccecg
tcgtggtgcec
cggagctgaa
tgctcaggtt
cagaggcecg
ccaagcagtt
ccggggaggce
ttcgccaagg
tgggcagaga
agatcttcgg
ctgattattt
atcgcageccg
ctccactgca
cctcccagat
gctcectttcect
tgaggagcag
ctggaaggta
tgcccactcce
acccatttcg
acttctttgc
agagctcctt
accaggactg
tttactgcaa
ctcctcagtg
ctctattgcet
cgtttcectge
gagtcttgag
gcaggatggt

FastSEQ for Windows Version 4.0

agatcaggtg
ggagagcgaa
gggagccatc
cgggatgggg
ggagccactc
ctcgectctte
ggctggcagg
gctggggcecg
gacgctgtcc
ggtgctggag
ggctgtgggg
cgaagggcga
gggaaggctg
gactggtcat
tacatggaat
atatggtctg
tgacctcagg
ggacttgctg
ccttctcaac
cagtgagcac
cattgcccag
agggaagcat
agtggccctg
cctgaagaac
cacttgttgg
tgcccaggga
ctttgaagat
gcaggtcagg
cagtaccact
accgatcaag
gggaaacgtg
ctggcatgtc

gaaggagccg
gggtgaggct
gggctcctgt
accggccagce
agctactcgc
cgtgtctacg
cccgaggcecce
gcgcceggggyg
agggtgctga
ctgggcgagg
ctgctccagt
ctgaggatcc
tccgecggcaa
agctcecttgg
ctcacctgga
gagtgcagct
aaccagagct
gatgggcctg
acctcagctg
tgcacactgg
ctgctgcecc
ggttggacag
gaatacatct
tgcagtgaag
aatgggacag
gaagatgaga
ggcttctgtg
accctaaagg
gatgtccccg
agctctccat
tccttggtge
gccgcectatg

ctgggtacca
gggcccggag
ggctgctgcc
gcgcgggctce
gcctgcagag
cccgggaccet
gcggctcgcet
tctcectggac
agggcggctce
aggcgatctt
tcaatctcag
gcctgatgcece
ttcgcgectce
aatcaccaac
taatgaaaga
ttgacttccc
ggtcctggcg
gggcagagcg
actccaagca
ccgtcecteggt
acaacgaggc
tgctccaggg
ccagtggaaa
gaacatcccc
tcctecaget
gccagatgtg
gctggaccca
atgcccggtt
cttctgaaag
gtgagctccg
tagtggagaa
aaggcttgag

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920



cctgtggcag
ggtcgcatgg
cctggactgce
atcaagaaac
aagacagacc
cgggccccat
cgtggaggtg
cgacacctac
gatgcggtcc
gtacatcctg
gaaagtctgc
gcatgagtgg
ggatggagtg
caagacagac
cggcaattcc
ggccggaaaa
gaagtggggg
tggaggaggc
tggggaagat
agtgatggaa
ggtagacgaa
gacggtgctg
gccactcteg
tttctcecgge
ggagctgcag
ctacaacccc
gcegcggaaa
tgaaggccag
gctgectgaa
cagcaaattc
ccggttcatc
ccgececctegce
ggacattgcc
tgccagaaac
cgggatggcc
gccagttaag
cacatggtcc
cagcaaaagc
caagaactgc
agacaggccc
tgtaatcaac
gcctgtgagg
acgggaggag
ggctgcaaag
ggaaggggga

ggtccacgga
tacagagaaa
taacctgggg
gggggcctca
gttcaggcta
gcccttagaa
caagaatagc
gggatcccta
accaaatgtc
ttttgaaaat
aaatatcata
catgtttgtt

tggatggtgt
tggggacaag
tacctcacca
ctgtttgaga
cccatctttg
ggccccacce
gggagcgagg
agcatctcgg
cacggcgtgt
gttgggcage
attggagaga
gcaggaggcg
ccggtgeccce
acgttccacc
ggagccgcag
tctttgcagg
tgggagacaa
ggaggatata
ggggtttcct
ggccacgggg
tgtcacatgg
gctgaggatg
ctgatcctct
atcatgattg
agccctgagt
aactactgct
aacatcaccc
gtgtccggaa
gtgtgctctg
aaccaccaga
ctgctggagce
ccgagccagce
tgtggctgtc
tgcctcttga
cgagacatct
tggatgcccc
tttggagtgc
aaccaggaag
cctgggectg
aactttgcca
accgctttge
cccaaggacc
gagcgcagcc
aaacccacag
cacgtgaata
tccagaaata
cccaccaaaa
ctggagggaa
ctgctcctag
cgtcacttcc
gccgctactg
atgaaccagc
agaccgtgga
acgttttgtt
gctttagaaa
aaaatgagtg
gta

tgcctetect
gatccagagc
ttagcggaga
gaaacccaaa
accctacagt
aggcacagtg
gccccctgaa
gctacggagce
ctgtgctggg
agggagagga
acaatgtgat
gaggaggagyg
tgatcattgce
cagagagact
gtggtggagg
agggtgccac
gagggggttt

taggcggcaa
tcatcagtcc

aagtgaatat
accctgaaag
gcgtctcectg
ctgtggtgac
tgtaccgccg
acaagctgag
ttgctggcaa
tcattcgggg
tgcccaacga
aacaggacga
acattgttcg
tcatggcggg
cctectceect
agtatttgga
cctgtccagg
acagggcegag
cagaggcctt
tgctatggga
ttctggagtt
tataccggat
tcattttgga
cgatagaata
ctgagggggt
cagctgcccece
ctgcagaggt
tggcattctc
agcccaccag
agaataatcc
gctgtactgt
agccctcttc
cttgtgggaa
cccctggagce
ctgggccctg
ggagagagag
ttgtgccaac
ggttttgagc
ataaatacaa
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cgatgtgtct
catcgtggct
ggacaagatc
caaggagctg
tcattggctg
caacaacgcc
aggcatccag
tgctggcggyg
catcttcaac
cgcctgcccce
agaagaagaa
gggtggagcce
agccggaggt
ggagaataac
tggctggaat
cggaggacat

cggagggggt
tgcagcctca

actgggcatc
taagcattat
ccacaaggtc
cattgtgtca
ctctgccecte
gaagcaccag
caagctccgce
gacctcctcce
tctgggccat
cccaagcccce
actggatttc
ctgcattggg
gggagacctc
ggccatgctg
ggaaaaccac
ccctggaaga
ctactataga
catggaagga
aatcttttct
tgtcaccagt
aatgactcag
gaggattgaa
tggtccactt
tcctecctcecte
accacctctg
ctctgttcga
tcagtccaac
cttgtggaac
tatagcaaag
cccacctaac
gctgactgcce
tgtcaattac
tggtcattac
agctcggtcg
gcaatcaatg
ctattttgaa
atgggttcat
ggccagatgt

gacaggttct
tttgacaata
ctgcagaata
aaacccgggg
ttcaccacat
taccagaact
atctggaagg
aaaggcggga
ctggagaagg
agtacaaacc
atccgtgtga
acctacgtat
ggtggcaggg
tcectecggttce
gataacactt
tcetgecccc
ggaggggggt
aacaatgacc
ctgtacaccc
ctaaactgca
atctgcttct
cccaccccgyg
gtggcecgcecce
gagctgcaag
acctcgacca
atcagtgacc
ggcgcctttg
ctgcaagtgg
ctcatggaag
gtgagcctgc
aagtccttcc
gaccttctgce
ttcatccacc
gtggccaaga
aagggaggct
atattcactt
cttggatata
ggaggccgga
tgctggcaac
tactgcaccc
gtggaagagg
ctggtctctc
cctaccacct
gtccctagag
cctececttegg
ccaacgtacg
aaggagccac
gttgcaactg
aatatgaagg
ggctaccagc
gaggatacca
cacactcact
gctcctttea
gtaccaccaa
cctattettt
ggttgcataa

ggctgcagat
tctcecatcag
cagcacccaa
aaaattcacc
gtggggccag
ccaacctgag
tgccagccac
agaacaccat
atgacatgct
agttaatcca
acagaagcgt
ttaagatgaa
cctacggggce
tagggctaaa
ccttgctctg
aggccatgaa
gctcctcagg
ccgaaatgga
cagctttaaa
gtcactgtga
gtgaccacgg
agccacacct
tggtcctgge
ccatgcagat
tcatgaccga
tgaaggaggt
gggaggtgta
ctgtgaagac
ccctgatcat
aatccctgcec
tccgagagac
acgtggctcg
gagacattgc
ttggagactt
gtgccatgct
ctaaaacaga
tgccataccc
tggacccacc
atcagcctga
aggacccgga
aagagaaagt
aacaggcaaa
cctctggcaa
ggccggccgt
agttgcacag
gctcctggtt
acgagagggg
ggagacttcc
aggtacctct
aacagggctt
ttctgaaaag
tctcttectt
caaaccagag
aaaagctgta
cgaaagaaga
ggtttttatg

1980
2040
2100
2160
2220
2280
2340
2400
2460
2520
2580
2640
2700
2760
2820
2880
2940
3000
3060
3120
3180
3240
3300
3360
3420
3480
3540
3600
3660
3720
3780
3840
3900
3960
4020
4080
4140
4200
4260
4320
4380
4440
4500
4560
4620
4680
4740
4800
4860
4920
4980
5040
5100
5160
5220
5280
5293



<210> 2
<211> 1620
<212> PRT
<213> Homo sapiens

<400> 2
Met Gly Ala

1
Ala

Ala
Leu
Arg
65

Lys
Pro
Gly
Gly
Leu
145
Ala
Trp
Lys
Arg
Ser
225
Phe
Ser
Glu
Ser
Asp
305
Leu
Trp
Arg
Asn
Gly

385
Arg

Ala
Ala
Gln
50

val
Ala
Leu
Ser
Gly
130
Gly
Ala
Ile
Lys
Ala
210
Ser
Thr
His
Leu
Trp
290
Gly
Leu
Met
His
Glu
370
Trp

Val

Val
Gly
35

Arg
Tyr
Gly
Leu
Pro
115
Ser
Glu
vVal
Arg
Ala
195
Ser
Leu
Trp
Arg
Glu
275
Arg
Pro
Leu
Arg
Leu
355
Ala
Thr

Ala

Ile
Gly
20

Pro
Lys
Ala
Arg
Arg
100
Ala
Val
Glu
Gly
Gln
180
Ser
Gln
Glu
Asn
Ser
260
Tyr
Arg
Gly
Asn
Ser
340
Gln
Ala
Val

Leu

Gly
5

Ser
Pro
Ser
Arg
Pro
85

Leu
Pro
Arg
Ala
Leu
165
Gly
Glu
Pro
Ser
Leu
245
Arg
Ser
Ile
Ala
Thr
325
Ser
Pro
Arg

Leu

Glu
405

Leu
Gly
Leu
Leu
Asp
70

Glu
Leu
Ala
Lys
Ile
150
Leu
Glu
Val
Arg
Pro
230
Thr
Tyr
Pro
Pro
Glu
310
Ser
Ser
Ser
Glu
Gln

390
Tyr

Leu
Met
Gln
Ala
55

Leu
Ala
Gly
Glu
Leu
135
Leu
Gln
Gly
Gly
Leu
215
Thr
Trp
Gly
Pro
Ser
295
Arg
Ala
Glu
Gly
Ile
375
Gly

Ile

Trp
Gly
Pro
40

Val
Leu
Arg
Pro
Ala
120
Arg
Glu
Phe
Arg
Arg
200
Leu
Asn
Ile
Leu
Leu
280
Glu
Ser
Asp
His
Arg
360
Leu

Arg

Ser

Leu
Thr
25

Arg
Asp
Leu
Gly
Ala
105
Arg
Arg
Gly
Asn
Leu
185
Glu
Phe
Met
Met
Glu
265
His
Glu
Lys
Ser
Cys
345
Tyr
Leu

Ile

Ser
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Leu
10

Gly
Glu
Phe
Pro
Ser
90

Pro
Thr
Ala
Cys
Leu
170
Arg
Gly
Gln
Pro
Lys
250
Cys
Asp
Ala
Glu
Lys
330
Thr
Ile
Met

Gly

Gly
410

Pro
Gln
Pro
Val
Pro
75

Leu
Gly
Leu
Lys
Val
155
Ser
Ile
Arg
Ile
Ser
235
Asp
Ser
Leu
Ser
Met
315
His
Leu
Ala
Pro
Arg

395
Asn

Leu
Arg
Leu
Val
60

Ser
Ala
val
Ser
Gln
140
Gly
Glu
Arg
Leu
Phe
220
Pro
Ser
Phe
Arg
Gln
300
Pro
Thr
Ala
Gln
Thr
380

Pro

Arg

Leu
Ala
Ser
45

Pro
Ser
Leu
Ser
Arg
125
Leu
Pro
Leu
Leu
Ser
205
Gly
Ser
Phe
Asp
Asn
285
Met
Arg
Ile
val
Leu
365
Pro

Asp

Ser

Leu
Gly
30

Tyr
Ser
Ser
Asp
Trp
110
Val
Val
Pro
Phe
Met
190
Ala
Thr
Pro
Pro
Phe
270
Gln
Asp
Gly
Leu
Ser
350
Leu
Gly

Asn

Leu

Ser
15

Ser
Ser
Leu
Glu
Cys
95

Thr
Leu
Leu
Gly
Ser
175
Pro
Ala
Gly
Asp
Phe
255
Pro
Ser
Leu
Ser
Ser
335
Val
Pro
Lys

Pro

Ser
415

Thr
Pro
Arg
Phe
Leu
80

Ala
Ala
Lys
Glu
Glu
160
Trp
Glu
Ile
His
Tyr
240
Leu
Cys
Trp
Leu
Phe
320
Pro
His
His
His
Phe

400
Ala



Val
Ser
Leu
Glu
465
Asn
His
Asp
Ser
Ser
545
Arg
Gln
Trp
Leu
Phe
625
Glu
Glu
Gln
Gly
Tyr
705
Lys
Ser
Arg
Asp
Ser
785
Ile
Gly
Gly
Tyr

Ser
865

Asp
Lys
Gln
450
Asp
Phe
Thr
His
Glu
530
Ser
Gly
Gly
Gln
Gln
610
Asp
Asp
Arg
Thr
Ala
690
Gln
Gly
Gly
Ser
Met
770
Thr
Glu
Gly
val
Gly

850
Ser

Phe
Met
435
Leu
Glu
Glu
Pro
Gln
515
Ser
Pro
Asn
Arg
Trp
595
Met
Asn
Lys
Asn
Pro
675
Ser
Asn
Ile
Tyxr
His
755
Leu
Asn
Glu
Gly
Pro
835
Ala

Val

Phe
420
Ala
Gly
Ser
Asp
Gln
500
Asp
Ala
Cys
Val
Met
580
Met
Val
Ile
Ile
Pro
660
Ile
Gly
Ser
Gln
Gly
740
Gly
Tyr
Gln
Glu
Gly
820
Val
Lys

Leu

Ala
Leu
Gln
Gln
Gly
485
Trp
His
Thr
Glu
Ser
565
val
vVal
Ala
Ser
Leu
645
Asn
Phe
Pro
Asn
Ile
725
Ala
Val
Ile
Leu
Ile
805
Gly
Pro

Thr

Gly

Leu
Gln
Ala
Met
470
Phe
Gln
Ala
val
Leu
550
Leu
Trp
Leu
Trp
Ile
630
Gln
Lys
Asp
His
Leu
710
Trp
Ala
Ser
Leu
Ile
790
Arg
Gly
Leu

Asp

Leu
870

Lys
Ser
Cys
455
Cys
Cys
Val
Leu
Thr
535
Arg
val
His
Pro
Trp
615
Ser
Asn
Glu
Pro
Gly
695
Ser
Lys
Gly
Val
Val
775
Gln
Val
Gly
Ile
Thr

855
Asn

Asn
Ser
440
Asp
Arg
Gly
Arg
Leu
520
Ser
Met
Leu
val
Leu
600
Gly
Leu
Thr
Leu
Thr
680
Pro
Val
val
Gly
Leu
760
Gly
Lys
Asn
Ala
Ile
840
Phe

Gly

Cys
425
Phe
Phe
Lys
Trp
Thr
505
Leu
Ala
Ser
val
Ala
585
Leu
Gln
Asp
Ala
Lys
665
Val
Thr
Glu
Pro
Lys
745
Gly
Gln
Val
Arg
Thr
825
Ala
His

Asn
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Ser
Thr
His
Leu
Thr
490
Leu
Ser
Thr
Trp
Glu
570
Ala
Asp
Gly
Cys
Pro
650
Pro
His
Gln
Vval
Ala
730
Gly
Ile
Gln
Cys
Ser
810
Tyr
Ala

Pro

Ser

Glu
Cys
Gln
Pro
475
Gln
Lys
Thr
Phe
Leu
555
Asn
Tyr
val
Ser
Tyr
635
Lys
Gly
Trp
Ala
Gly
715
Thr
Gly
Phe
Gly
ile
795
Val
Val
Gly
Glu

Gly
875

Gly
Trp
Asp
460
Val
Gly
Asp
Thr
Pro
540
Ile
Lys
Glu
Ser
Arg
620
Leu
Ser
Glu
Leu
Gln
700
Ser
Asp
Lys
Asn
Glu
780
Gly
His
Phe
Gly
Arg

860
Ala

Thr
Asn
445
Cys
Gly
Thr
Ala
Asp
525
Ala
Arg
Thr
Gly
Asp
605
Ala
Thr
Arg
Asn
Phe
685
Cys
Glu
Thr
Asn
Leu
765
Asp
Glu
Glu
Lys
Gly
845

Leu

Ala

Ser
430
Gly
Ala
Phe
Leu
Arg
510
vVal
Pro
Gly
Gly
Leu
590
Arg
Ile
Ile
Asn
Ser
670
Thr
Asn
Gly
Tyr
Thr
750
Glu
Ala
Asn
Trp
Met
830
Gly
Glu

Gly

Pro
Thr
Gln
Tyr
Ser
495
Phe
Pro
Ile
val
Lys
575
Ser
Phe
val
Ser
Leu
655
Pro
Thr
Asn
Pro
Ser
735
Met
Lys
Cys
Asn
Ala
815
Lys
Arg

Asn

Gly

Gly
val
Gly
Cys
480
Pro
Gln
Ala
Lys
Leu
560
Glu
Leu
Trp
Ala
Gly
640
Phe
Arg
Cys
Ala
Leu
720
Ile
Met
Asp
Pro
Vval
800
Gly
Asp
Ala

Asn

Gly
880



Gly Gly Trp

Gln Glu Gly

Trp Gly Trp
915
Ser Gly
930

Asn

Ser

Asn
945
Pro

Asp

Leu Gly

Gly Glu Vval

Asp Glu Cys
995
His Gly
1010

Thr Pro

Asp

Pro
1025
Thr Ser Ala
Ile Val Tyr
Leu Gln Ser

1075
Thr Asp

1090
Ser Asp

Met
Ile
1105
Gly Leu Gly

Gly Met Pro

Asn
Ala
900
Glu
Gly
Pro
Ile
Asn
980
His
Thr
Glu
Leu
Arg
1060
Pro
Tyr
Leu
His

Asn
1140

Asp
885
Thr
Thr
Gly
Glu
Leu
965
Ile
Met
val
Pro
Val
1045
Arg
Glu
Asn
Lys
Gly

1125
Asp

Pro Glu vVal Cys Ser

1155

Leu Ile Ile

1170

Val Ser
1185

Gly Gly Asp

Gln Pro

Ile Ala Cys

1235

Asp Ile

1250

vVal Ala

1265
Ser Tyr

Lys

Pro Pro

Phe
1315

Trp Ser

Pro Tyr
1330

Ser

Leu

1220

Gly Cys Gln Tyr

Lys

Leu Gln Ser

Lys
1205

Ser Ser Leu Ala Met

Ala Ala Arg Asn Cys

Asn Thr Ser

Gly Gly His

Gly Gly
920
Gly

Arg
Gly Gly
935
Met Asp
950

Tyr

Gly

Thr Pro

Lys His Tyr
Glu
1000

Glu

Asp Pro
Ala
1015
Leu

Leu
His Pro
1030
Ala

Ala Leu

Lys His Gln
Leu
1080

Tyr

Tyr Lys
Asn
1095
val

Pro

Glu
1110
Ala Phe

Pro
Gly

Pro Ser Pro

Glu Gln Asp
1160
Phe Asn His
1175
Leu Pro Arg
1190
Ser Phe Leu
Leu

Leu
1240
Leu
1255

Ile Gly Asp Phe Gly

1300

1285

1270

Tyr Arg Lys Gly Gly Cys

Glu Ala Phe Met Glu Gly

Gly Val Leu Leu Trp

1320

1335

Leu
Ser
905
Phe
Tyr
Glu
Ala
Leu
985
Ser
Asp
Leu
val
Glu
1065
Ser
Cys
Arg
Glu
Leu
1145
Glu
Gln
Phe
Arg
Asp
1225
Glu
Leu
Met
Ala
Ile

1305
Glu

5/6
Leu Ala
890
Cys

Trp

Pro Gln

Gly Gly Gly

Ile Gly Gly
940
Gly Vval
955

Lys

Asp
Leu Val
970
Asn

Cys Ser

His Lys Val

Val Ser
1020
Leu Ile
1035
Leu Ala
1050
Leu

Gly
Ser
Phe

Gln Ala

Lys Leu Arg

Phe Ala Gly
1100
Asn Ile
1115

Tyr

Lys
Val Glu
1130
Gln

val Ala

Leu Asp Phe
Val
1180

Leu

Asn Ile

Ile Leu
1195
Glu Thr
1210

Leu

Arg

Leu His

Glu Asn His
Pro
1260

Asp

Thr Cys

Ala Arg
1275
Met Leu Pro
1290

Phe Thr Ser

Ile Phe Ser

Pro Ser Lys Ser Asn Gln Glu Val Leu Glu

1340

Gly
Ala
Gly
925
Asn
Ser
Met
His
Ile
1005
Cys
Leu
Ser
Met
Thr
1085
Lys
Thr
Gly
val
Leu
1165
Arg
Glu
Pro
val
Phe
1245
Gly
Ile
val
Lys
Leu

1325
Phe

Ala

Ser Leu
895

Lys

Lys

Met
910
Gly

Lys

Gly Cys

Ala Ser

Ile Ser
960
His

Phe
Glu Gly
975
Cys Glu Vval
990
Cys

Phe Cys

Ile Val Ser
val
1040

Met

Ser Val
Ile
1055
Met Glu

Gly

Gln
1070
Ser Thr Ile

Thr Ser Ser

Leu Ile Arg
1120

vVal Ser

1135

Thr Leu

Gln

Lys
1150
Met Glu Ala
Cys Ile Gly
Met Ala
1200
Pro Ser
1215
Arg Asp

Leu
Arg

Ala
1230
Ile His Arg

Pro Gly Arg

Arg Ala
1280

Trp Met

1295

Asp Thr

Tyr
Lys
Thr
1310
Gly Tyr Met

Val Thr Ser



Gly
1345
Ile
Ala

Ile

Gly
Met
Ile

Asn

Arg Met Asp

Thr Gln Cys

1365

Ile Leu Glu
1380

Thr Ala Leu

Pro Pro
1350
Trp Gln

Arg Ile

Pro Ile
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Lys Asn Cys

His Gln Pro

1370

Glu Tyr Cys
1385

Glu Tyr Gly

Pro Gly
1355
Glu Asp

Thr Gln

Pro Leu

Pro
Arg
Asp

Val

val Tyr Arg

1360

Pro Asn Phe

1375

Pro Asp
1390

Glu Glu

Val

Glu

1395

Glu Lys Val
1410
Leu Val Ser
1425
Pro

Pro Pro

Thr Ala Ala
His
1475
Arg

Gly Gly
His
1490
Thr

Leu

Pro
1505
Pro

Tyr

Ile Ala

Gly Ser Cys

Ala Leu
1555
Leu

Ser
Vval Pro
1570
Gly Tyr Gln
1585

Ala Gly His

Gln Pro Gly

Pro Val Arg
Ala
1430

Thr

Gln Gln
Pro
1445
Val

Leu

Glu
1460
val

Ser

Asn Met

val His Gly

Gly Ser Trp

1510

Lys Lys Glu
1525

Thr Val Pro

1540

Leu Leu Glu

Phe Arg Leu

Gln Gln Gly
1590

Glu Asp

1605

Tyr

Pro
1620

1400
Pro Lys
1415

Lys

Asp

Arg Glu

Thr Ser Ser
Val
1465

Ser

vVal Arg

Ala Phe
1480
Ser Arg Asn
1495
Phe

Thr Glu

Pro His Glu
val
1545

Ser

Pro Asn
Ser
1560
His Phe

Pro
Arg
1575
Leu Pro Leu

Thr Ile Leu

Pro Glu Gly
1420
Glu Arg
1435

Lys

Glu
Gly Ala
1450
Pro

Arg Gly

Gln Ser Asn
Thr
1500

Thr

Lys Pro
Pro
1515
Gly Asn

Lys

Arg
1530
Ala Thr Gly

Leu Thr Ala

Pro Cys Gly
1580

Ala Ala

1595

Ser Lys

Glu

Lys
1610

1405
Val Pro Pro

Ser Pro Ala

Ala Lys Lys

1455

Pro Ala Vval
1470

Pro Pro Ser

1485

Ser Leu Trp

Lys Lys Asn

Leu Gly Leu

1535

Leu Pro
1550
Met Lys

Arg
Asn
1565
Asn Val Asn
Thr Ala Pro

Asn Ser Met

1615

Leu
Ala
1440
Pro
Glu
Glu
Asn
Asn
1520
Glu
Gly
Glu
Tyr
Gly

1600
Asn
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